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Equivalent group of ROIs were generated for each patient:
5 groups of ROIs for THY2 (Total: 45 ROIs)
4 groups of ROIs for THY5 (Total: 36 ROIs)
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* Discriminate Benign and Malignant thyroid nodules
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» Specific and sensitive
= Transferable in different clinics
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We introduces a novel methodological approach to build a proteomic K Reduced number of unnecessary
diagnostic tool in thyroid cytopathology by taking advantage of "= treatments and cost-effectiveness
MALDI-MSI technology combined with a biostatistical model. 5 for the healthcare system.
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