Pesticides Target Screening with GC-APCI coupled to high-resolution Q-TOF-MS
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Full-scan accurate mass screening with atmospheric capillary column (0.25 mm ID, 0.25 pm film thickness), Fig. 2 Representative calibration curve of Indoxacarb: Diatinon Be3 | 1 S50, Q9% | SIS M 04 014 ppm are observed (4% over 1% for calibrant runs).
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Fig. 1 left: Base Peak (grey BPC) and Extracted Ton Chromatograms (EIC) of 48 pesticides in peach QUEChERS extract (50 ng/mL each): show 0.5 - 500 ng/mL. Good R? linearity values with Acetamiprid R

BPC shows a complex peak pattern of non-target matrix substances. Right: Excerpt of BPC (grey) and EICs at 13.2 min, EIC peaks with >0.99 are significant for most of the 48 pesticides. Table 1: Analytical results for 48 Pesticides sorted according to LOQ GC—APCI h r- QTO F— M S

symmetric and sharp peak shapes with typical FWHM of 1.2 to 1.4 s. Peak shapes are well described when using scan rates faster >8 Hz.
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