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SOLVENT EXPOSED TRYPTOPHAN LABELING

PH EFFECTS

AN6 and WT [B2m were incubated at
different pH at 40° C to determine
effect of varying charge on interaction

OVERVIEW

* Amyloid formation in -2 microglobulin (f2m) can be induced by protein-protein

= Proteolytic digestion, LC/MS/MS illustrates ~ 90% of Trp labeling by HNSB at Trp60 and 10% at Trp95
Trp labeling on WT 32m

interactions with amyloidogenic monomers (AN6) or oligomeric seeds

* Trp95 largely buried, shows no change in extent of labeling over time
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PREFORMED OLIGOMERIC SEEDS
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* Amyloid formation can be induced by protein-protein interaction between wild-type B2m and

LC-ESI-MS
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ANG6 INDUCED STRUCTURAL CHANGE

= Can eclucidate rates of pre-amyloid structural change of wild-type B2m induced by AN6 or

CONCLUSIONS

preformed oligomeric seeds
Co-incubation of wild-type 2m and ANG6 results in pre-amyloid structural change slower than

COVALENT LABELING TO MONITOR STRUCTURAL CHANGE

other methods of inducing amyloidogenesis in vitro

=  Varying charge has a significant effect on the interaction between AN6 and WT B2m and pre-

Reaction of dimethyl(2-hydroxy-5-nitrobenzyl)sulfonium bromide (HNSB)

with solvent exposed tryptophan®

at a rate 0f 0.33 &= 0.08 hr'!
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