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The peer-reviewed and in-peer-reviewing communications listed below is a non-exhaustive list from the 
work empowered by SCiLS™ Lab in the years 2019-2020 and many more are to come.

SCiLS™ Lab is the world-leading software for analysis of mass spectrometry imaging data from all 
major mass spectrometry vendors, including Bruker’s timsTOF fleX, timsTOF MALDI-2, MRMS and 
axial TOF instrument series.
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Statistical analysis of MALDI Imaging data has never been easier with the software from Bruker.

Comparative analysis of multiple samples can be visualized in both 2D and 3D, enabling a multitude of 
applications in pharmaceutical drug development, tissue-resolved biomarker research, and translational 
pathology research to complement immunohistochemistry.

SCiLS™ Lab’s workflows for MSI quantitation enables easy quantification of target molecules directly from 
tissue. SCiLS™ Lab integrates with the SpatialOMx workflow from MetaboScape® and visualizes the 
annotated MALDI molecular tissue images of detected features (metabolites, lipids, glycans).

For timsTOF fleX ion mobility data, SCiLS™ Lab can display the mobility images allowing CCS-aware data 
interpretation.

Easy to use

Supports all major Bruker instruments and data from other major mass spectrometry vendors.

Visualization

2D and 3D visualization allows a multitude of applications in pharmaceutical, medical, and industrial 
research.

Analysis

Advanced processing and analysis with next generation machine learning algorithms.

Integrated

Integral part of the MALDI Molecular Drug Imager, the rapifleX MALDI Tissuetyper, and the spatialOMx 
workflows from timsTOF flex.


