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The extracellular matrix plays a significant role in cellular messaging, disease initiation & progression and
is predictive of outcome and response to therapy. Here, we discuss emerging technology to report the
spatial proteomics of matrix biology, including new capabilities to spatially investigate previously hidden
post-translational codes within the extracellular matrix. Flexible workflows for spatial matrix biology
from clinical specimens include defining approaches to target specific extracellular matrix proteins and
strategies to multiplex workflows to synergize with microscopic, metabolic, and cellular information. A
long-term goal is to leverage spatial workflows for matrix biology to precisely define health & disease
status and predict therapeutic efficacy.
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