Cyclic MALDI-IHC for Successive High-plex and Multimodal Imaging of Tissues and Tissue Microarrays
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Conclusions

These results demonstrate that cyclic MALDI-IHC is a robust workflow enabling more information to be obtained from the same tissue

sections or tissue microarrays. Key features include:

L ) e - " , i * Successive MALDI-IHC Imaging: Same or different panels of Miralys™ Antibody Probes can be used for successive MALDI-IHC cycles
2 3 slaan S _ ‘ " * Archive Specimens: After the initial MALDI-IHC scan, a specimen can be stored and then rescanned with the same or different
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* |dentify and Image Regions of Interest: After a fast MALDI-IHC image scan, a second cycle can be performed at higher resolution on

a region of interest
 Multimodal: Fluorescence and MS images on same tissue specimen with Dual-Labeled Miralys™ Probes

Histone H2A.X (DL550)

CMALDI-IHC and ass.ouated .WOI‘k.ﬂOWS enable successive Multiplex, Cyclic MALDI-IHC on FFPE Multi-Organ Tissue Microarray (TMA) Using Different Pannels of Miralys™
hlgh-plex and multimodal IMaging on the same Iarge Probes. (A) 26-plex MALDI-IHC image of FFPE Multi-Organ TMA corresponding to the 1st cycle of cMALDI-IHC.
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