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Yu Mi Park2, Jennifer Herrmann3, Daniel Krug!?3, Aiko Barsch#, Nikolas Kessler?, Alice Ly#, Jan-Hendrik Kobarg#4, Rolf Miiller13

1 Department of Microbial Natural Products (MINS), Helmholtz Institute for Pharmaceutical Research Saarland (HIPS), Saarland University, Saarbriicken

2 Environmental Safety Group, Korea Institute of Science and Technology (KIST) Europe, Saarbriicken, Germany K T KIST Eu rope
3 German Center for Infection Research (DZIF), Partner Site Hannover-Braunschweig, Germany S

4 Bruker Daltonik GmbH, Bremen, Germany

Introduction

In this study we identified metabolites of a drug and the distribution of its metabolites in zebrafish larvae using LC-MS/MS and MALDI-MSI. Zebrafish (Danio rerio, abbr. ZF) larvae have been investigated as a promising vertebrate model to study drug
metabolism (DM) due to their easy handling in high-throughput in vivo metabolite identification workflows. Mass spectrometry imaging (MSI) is a powerful technology allowing for visualization and analysis of the spatial distribution of molecules
without labelling or staining. Matrix-assisted laser desorption/ionization (MALDI)-MSI has previously been proven to be suitable for the analysis of small molecules such as drugs and their metabolites in tissue samples.
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