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TASQ 2026 What is new?



ASQ TASQ 2026

TASQ 2026

= Support timsMetabo in TASQ QSee Performance Test Tool

= Support GC-TQ — Basic data processing and quantification available
= Support GC and UV data only — add instrument type Other

= Support internal performance standard for EPA 533 and 1633
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ASQ TASQ 2026

TASQ 2026: Minor Features

= Show Compound Heat Map
= Show heat maps for each ion in all three major faces
= Swap x-y axis and arrange the three faces by drag and drop for better comoparison
= Qverlay method information and actually used ranges
= Check TASQ processing methods for errors
= Do not start processing if method will potentially inconsistent or wrong results
= |ndicate what needs to be changed to fix the method

= Do not allow import of batches if Bruker MS Data Processing is not available, required for reading meta data
from data sets
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ASQ TASQ 2026

TASQ 2026: Minor Features

= |Improvements Analyte Navigator
= Sort analytes by RT or name
= Tree view Analytes vs Internal Standards and Internal Performance Standard

= Multi Chromatograms/Mobilograms view: show traces of internal standards when data source Determination
is selected

= Chromatogram(s)/Mobilogram(s) view — new option show traces of quantifier ions only
= Chromatogram/Mobilogram view: overlay intensity threshold of peak finder for chromatogram of principle ion
= Specifiy chromatogram peak finder mode on ion level (Classic, Valley to Valley, EMG)

= List Chromatogram view — remember settings and restore them after client restart
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ASQ TASQ 2026
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TASQ 2026: Minor Features

= Set user flags in result tables by key shortcuts CTRL+SHIFT+U, 0-6 or CTRL+SHIFT+U, ¢ <- clear flag or O
= Set review state in result tables by key shortcuts CTRL+SHIFT+R, 0-5

= Update Parameters Wizard: choose version of method which shall be updated

= |Improvements SmartFormula view: add to TASQ method: edit spectrum type

= Batch Statistics graph: swap x and y attribute types directly with a swap button

= Qverlay cumulative propability curve if rank is the choosen attribute. A normal distribution of the other
attribute is assumed using the mean and standard deviation of the other attribute to calculate the
cumulative propability curve

= QOverlay guidelines mean +- standard deviation

= Added option to show data points only for found determinations
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ASQ TASQ 2026

TASQ 2026: Minor Features

Improved error notification in method editor

Method editor -> Rule False Negative can't be deselected anymore

Exchange of analyte method parameters by tsv text file extended

Improved detection of inconsistent settings of RT ranges when Peak Group is selected for integration

Batch Setup Wizard can handle new TQ workflow methods
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ASQ TASQ 2026

TASQ 2026: Audit Trail extended

= Currently TASQ 2026 is not usable for regulated applications

= Added audit trail for command ,Library Search on Determination”

© 2025 Bruker
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ASQ TASQ 2026

Introduction of QSee™ products
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ASQ TASQ 2026

QSee Performance Testing — Overview on the Workflow

=t —E Collection of QC
== == related system

information

© 2025 Bruker
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ASQ TASQ 2026

TASQ 2026: Support for GC data processing

= |ntroduced instrument type Other for GC and UV data only without MS data
= Enabled import of GC or UV data only batches without MS data
= Enhance TASQ method to handle and create GC traces
= Enhance TASQ method to specify retention time offsets for GC detections in front, middle and rear position
= |Implemented processing of GC traces
= |oad traces from chromatography-data.sqlite
= Process traces like UV traces — smooth — peak detection

= Store GC findings
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ASQ TASQ 2026

TASQ 2026: New Instrument Type: Other — GC and UV data only

= Support batches with data like UV and GC but no MS data & 8atch Import o x

. Select Directory of Batch
= N ew In StrU meﬂt type Other Select directory containing data sets (.d) folders which shall be imported. ‘-

Select batch directory:
t:‘\DE\'EI op\ProjectData\OTHER\ Coltest FID

Specify batch name:
Coltest FID 2
Specify optional tags for batch:

Batch type:
OTHER

BB TASQ - demo - localhost - [GC - Data-FID evaluation] L
Method Gg Review = ] . Spectral
E} Management 5 Screening ._L Quantitation E Reporting Library
I'|§ Batch Mavigator 3 l Y T E = 0O || FA Analysis Results [g§ Batch Summary l
Applied filter: None Data Set Fl2gg  Mame: GC - Data-FID evaluation, Instrument type: OTHER, Process status: INITIALIZED, Data sets: 5, Batch met
- T T T T T T hil
diaPASEF_CalibCurve-1.0.0 [1] Coltest FID dil ... N
diaPASEF CalibCurve-1.0.0-batch 20258 [22] 2 | Conest FID o — 1 -
[ GC - Data-FID evaluation [5] oes - e s

" Coltest FID dil 200 1-1-37_1_6720 3 Coltest FID dil1... Sample - - 1 20
", Coltest FID dil 100_1-1-33_1_6721 4 ColtestFID dil . Sample - - ! 0
", Coltest FID dil10_1-1-41_1_5724 5 | Coltest FID dil... Sample - - 1 2

%, Coltest FID dil 50_1-1-39_1_§725 o) . [:
. _ _1_ L) < Back Mext = Finish ncel
Coltest FID dil20_1-1-40_1_56726 i/ 4 ext S | Cance
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ASQ TASQ 2026

TASQ 2026: TASQ Method — General Settings — GC RT Offset

Detector Configuration

Detector type | GC v
NONE

B GC Front
GC

[CJ GC Middle RT offset 000 Ts]

[C] GC Rear RT offset  0.00 [s]

Detector Configuration

Detector type UV w~

@ uv-vis RT offset  15.00 [s]

© 2025 Bruker
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B Method Editor ]E.s Method Matcher B8 Method Profile Manager

~ B8R4 EB|IRRB|L L C=n0

Selected method:* UVIS (V21 [Vers: 8/ timsTOF]

General method settings  imsTOF settings  Calibration settings  Analytes settings  Quantitation settings

] Read-enly method 6]

Determination ion quality
Determination filter
Chromatogram pezk finder mode
Batch concentration levels

lon Ratio Signal Type

B Perform smoothing

[ Perform Dengising

Max/Min A/H upper limit

Minimal datapoints over a peak

B Only creste chromatogram slices of +

B! Check here whether you want to create & short

Principal ion and at least one mandatory ion
Mest mandatories and closest to AT

Classic b

HEIGHT

Gauss v
(not applied for timsON data)

0.000

10

E [rmin]

chromatogram within & specified time range.

B narrow m/z window of ms spectra ~-2+3 m/z

Signal / Noise Parameters
Algorthm
5/ filter

Surrogate noise

DART Parameters
Classic

Time start
5.000

Time end
1.000

Library search settings

() Enable ChromatograFree processing

[min]

[Fmin]

Version: |9 (2025-03-28 10:21:54)

General library search settings Internal standards Extracted internal standards Mo *

Detector Configuration

Detector type GC

8 GC Front RT offset 12j00 [s]
(] 6C Middle RT offset 0.0 (sl
] GC Rear RT offset 0,00 [s]

*
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ASQ TASQ 2026

TASQ 2026: TASQ Method: GC - Trace Definitions

| B O x|

' Add GC trace definition
| Add GC trace definition to selected analyte

| GC detector: |FID

| Position:

Method Para

® Add Cancel

= Supported GC dectors: FID, ECD, TCD, PFDP, TSD

© 2025 Bruker

| B O X

' Add GC trace definition
| Add GC trace definition to selected analyte

| Position: |

| GC detector:  FID

bl

MMethod Parameter Profiles

@ Add Cancel

Innovation with Integrity |
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ASQ TASQ 2026

TASQ 2026: TASQ Method Editor — GC Traces

= Trace definitions for GC in method editor

= Specify GC detector and detector position

= Specify whether a peak has to be detected (Mandatory) and used for quantification (Quantifier)

lens GC Traces |on Ratios Rules
Analyte GC Detector | Detector Positi.. | Mandatory Cluant. GC trace | Area thr. | Height thr. | Sens. [%8] | Min peak valley [%:] | Smoothing width t[s]
T T T T T T T T T T
1 n-Monanal FID ~ Front - ] 1 2 a9 4.0 1.00
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ASQ TASQ 2026
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TASQ 2026: Result Columns for GC and UV Results

Area (GC) for Quantification
Height (GC) for Quantification
Rel. Area GC

Rel. Height GC

Rel. Quantity (GC Area)

Rel. Quantity (GC Height)

Area (UV-VIS) for Quantification

Area for Quantification [IS] (UV-VIS)
Area for Quantification [IPS] (UV-VIS)
Height (UV-VIS) for Quantification
Height for Quantification [IS] (UV-VIS)
Height for Quantification [IPS] (UV-VIS)
Rel. Area UV-VIS

Rel. Height UV-VIS

Rel. Quantity (UV-VIS Area)

Rel. Quantity (UV-VIS Height)

© 2025 Bruker

Sum of GC area values of all quantifierions

Sum of GC height values of all quantifier ions

Area GC relative to internal standard

Height GC relative to internal standard

Relative quantity based on internal standard c= (Signal Area for Quantification GC / Signal IS GC) * c_IS

Relative quantity based on internal standard c= (Signal Height for Quantification GC / Signal IS Height GC) * c_IS

Sum of UV-VIS area values of all quantifier ions

Area of UV-VIS chromatogram peak for internal standard

Area of UV-VIS chromatogram peak for internal performance standard

Sum of UV-VIS height values of all quantifier ions

Height for Quantification [IS] (UV-VIS)

Height for Quantification [IPS] (UV-VIS)

Area UV-VIS relative to internal standard

Height UV-VIS relative to internal standard

Relative quantity based on internal standard c= (Signal Area for Quantification UV-VIS / Signal IS UV-VIS) * c_IS

Relative quantity based on internal standard c= (Signal Height for Quantification UV-VIS / Signal IS Height UV-VIS) * c_IS
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ASQ TASQ 2026

TASQ 2026: Support GC w/o MS Data — GC Standard Mix

TASQ - demo - localhost - [TSQ-10448] - [miguel-ge - other, V5] - o X

E| Mett
% Management

*8 Bk

Spectral
¥ Management

WY Reporting Forary t FID dil10_1-1-41_1 6724 i Iml Q@

= Support:

G Batch Navigator X | % T G| 2 & = O |[ 7 calioration function Graph x| = 0 | [ tist Chromatograms x Q@ At B A M| T - Plots
4] -
Applied filter. X Dicyclohexylamine , (345.8x + 366.3) (R% 0.99903) ( oRF 18.15) x10" { Coltest FID dil10_1-1-41_1 6724 Fy
(Origin: Ignore, Weighting: 1/, Signal: Height GC, Function: Linear) icyclohexylamine H
> Standards-2 2] B o Camoant ] - {
> || 20241216 LP1 ELP2v2 Agilent DAD carmyover 2 [13 i . Fib-Frent 3 |
. > TSQ-10448woions [5] Jaac 114 ) |
5 Standards [2] 1.1 & Q€ missing ) I I
> Real Samples [3] | o sample
5[ Chur [34] 100%™ | |
> [0 2025-04-03 [1] 0 ( |
> | TsQ-10360 [11 (1 |
. . 5| 202409181633 cal curve-reduced methad [16] o f |
] ~ | TsQ-10448 5] 4 i
> 7 Coltest FID dil 200_1-1-37_1.6720 [1] 08 | 094 | I
5\ Coltest FID dil 100_1-1-38_1_6721 [1] = | (
> " Cotest FID dil10_1-1-411.6724 [1] S o | |
5 . Coltest FID dil 50_1-1-33_1_6725 [1] E ] I |
> “\ Coltest FID dil20_1-1-40_1_6726 [1] g B 08 4 | |
o e . 5| TASG2025b Validation (8] I |
] > | 250127 DAD Test Karin-org [42] | |
> 250127 DAD Test Karin (48] [ \
> CBHER-1.0.1-batch [65] 074 |
> Allergen [2] 1 I |1
> | 20240918-1633 cal curve [16] Ca (I
> triazine-L_batchedasf [8] 4 2
s [ triatine-1_batch4 8] 03 4 g 054 NN [
™ 5| Thiachloprid - Optimize Chromatogram (2] ] =
re a > | TSQ-9070 (8] |
02 IR |
B 05 |
= 01 | (]
@ Analyte Navigator X | W T § =0 | | ‘
(|
. Applied filter. None T T T T T T T T T T T T T T oo |
] 0 25 5 75 10 125 15 5 El 25 S s 30 25 units 1l
S0 Coneantration (| [
1-Octanol ]
2.3-Butanediol ¥ Calibration Residual Plot X =0 0 [ Y1 |
LI 2 4y - T385.8%+ 366.3) (K= 0:99903] [ ORF T&T | ( |
2,6-Dimethyl phenol 15 J (Crigin: Ignore, Weighting: 1/x, Signal: Height GC, Function: Linear)
2-thyl hexanoic acid | (
[ & Dicyclohexylamine 1y 0 ] |
Methyl caprate (C10:0) X 54 o |
< ° ° | |
Methyl laurate (C12:0) ER {
Methyl undecanoate (C11:0) 3 5] ° ( | |
n-Decane (C10) = 0] ° an [ \ |
n-Nananal | | |
n-Undecane (C11) -15 [ | !
-20 |
T T T T T T T T T T T T T / h )
25 s 75 0 125 15 175 20 25 E 25 E) 25 units - - - T T o T B T T T T
@ Concentration s BI B8 1B M 141 142 43 144 145 146 147 148 149 Time[min]
BB Calibration Data Point X X r-@c=0o
Active Data Po... | SempleType  Sample Subtype | Quantity Quantity expe... | Area (GC)for... | Accuracy (%] | Recovery[%] | Residual (%] Review State
T T T T T T T T T T
Coltest FID ... Calibration Sa 14 units 1.6 units 281 2000 na -10.9 NONE -
Coltest FID ... Calibration Sa 2.5 units 3.1 units 4266 .97 na 12.0 NONE -
Coltest FID....| Calibration Sa 69 units 62 units =1 .68 na 11.7 NONE -
Cottest FID...| Calibration Sa 77 units 156 units 16655 1319 na. 13.2 NONE -
Coltest FD...| Calibration Sa 339 units 3.1 units 30819 109.06 na. 91 NONE -

Blocalnost| COProcessing server connected
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ASQ TASQ 2026

TASQ 2026: Support UV-VIS Data w/o MS Data — Caffeine

= Support:
= UV-VIS single wavelength

= DAD - extracted UV-VIS
chromatograms

= Manual integration
= Quantification

= Result columns

[ 7450 - demo - localhost - [20241216 LP1 ELP2v2 Agilent DAD carryover 2] - [UV-Catfeine-moid, V5]

* Batch

-2 Method
y‘\é Management

% Management

—
F=H Reporting

—
._J: Quantitation

Spectral
Library

i ml Q@

*1 Batch Navigator = 8

B Batch Results X |

XT-IBAIC =0

Ze List Chromatograms %

7 m
YT ‘ 8 Data Set Visited = Height (UV-VIS) for Quantification | Area (UV-VIS) for Quantification | RT[min] = RT expected [min] %. Q Al At ‘ﬂ. FaY N ‘ T - Plots:
Applied filter: 22 T T T T T x10® | 500ppm caffeine_1-D1.159314 |
1 Blank_1-F1.1.59307 7 199 096 | Caffeine — CaHrohlaDz — =
» || Standards-2 [2] 2 50ppm caffeine 0D1_1-C1_1_59308 938 1674 0.96
- : 273 nm (SINGLE_WAVELENGTH)
~ || 20241216 LP1 ELP2v2 Agilent DAD carryor - » clanmi; =
12 Blank 11159507 11 3 | 50ppm caffeine 002_1-C1_1_59309 938 1674 096 304 |
N - 4 | 50ppm caffeine 003_1-C1_1.58310 939 1675 096
> % S0ppm caffeine 001_1-C1_158308 [1] 5 |50 freine 004_1-C1_1.50311 035 1669 096 1
> 7\ 50ppm caffeine 002_1-C1_1_58309 [1] ppm cafteine bs_1-L 11 X .
, . 50ppm caffeine 003_1-C1_1_59310 [1] 6 | SDppm caffeine 005_1-C1_1 59312 937 1672 0.96
> 7 50ppm caffeine 004_1-C1_1.59311 [1] 7 SOppm caffeine 006 1-C1 1 50313 934 1667 0.96 B H
5> 7\ 50ppm caffeine 005_1-C1_1_58312 [1] ppm caffeine_1-D1_1 / 2 204
> %4 50ppm caffeine 006_1-C1_1_59313 [1] 9 | Blank_1-F2_1_59315 7 202 096 H ]
> " 500ppm caffeine_1-D1_1.58314 [1] 10 S0ppm caffeine 007_1-C1_1.50316 939 1678 0.96 = ‘ |
> "\ Blank_1-F2_1_58315 [1] 11 | Blank_1-F2_1_59317 7 20 0.96 131
> 7 50ppm caffeine 007_1-C1_1_59316 [1] 12 Blank1-F2.1_50318 7 202 0.96 J
> & Blank 1-F2.1.39317 1) 13| Blank_1-F2_158319 7 21 09 104
> N Blank 1-F2.1.59318 [1] 14| Blank_1-F2_1_59320 7 02 0.96 ‘
5 7y Blank_1-F2_1_50319 [1] anx. el g B
P 15 Blank 1-F2 1 59321 7 203 0.96 | [
05 -
|
@ Analyte Mavigator XI = 1 il | \
= B TS
v i Analysis Result: - = A ,
BB Analysis Results ><] Xr-|@BAlC «10% | S00ppm caffeine 1-011 50314 |
Applied fitter: None Analyte Name | Quantity [unit] = Area (UV-VIS) for Quantification | Height (UV-VIS) for Quantification | RT expected [min] | Visited | Review State Toa s T
T T A A T T A {7 A e
[NONE 20 4 |
= Caffeine z | ‘
=
g 25
=204
f |
BE Detailed UV-VIS Results X, =8| g
2 154
Analyte Name | UV-VIS Detector | Wavelength [n... | Mandatary Quant. lon Area Height ART [min] 2 1
T T T T T T T T 10
1 Caffeine Single wavelen... 2730 O 7921 3693 0.00 = " ‘
z 4
05 | ||
| [
B I L B B B B L B B
2 [Z1% 02 04 06 08 1 12 14 16 Time[min]
Elocalhost G Processing server connected
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ASQ TASQ 2026

TASQ 2026: Quantitation with UV-VIS Data with Internal Standar

= Dilution series of
reserpine with IS:
caffeine

= Manual integration of
UV data supported

TASQ - demo - localhost - [2025-01-27 DAD Test] - [Caffeine-UV Quant, V2]

= ? = [ " a .
1§ Batch Navigator 3 | KX T C| 2 § 8 || # calibration Function Graph 2 9| B = O |[2 st Chromatograms =
2% A T
Applied filter: g
=i @ Origin | Ignore ~ | Weighting 15 v Signal | Area UV-VIS + ™ Function Linear v = internal standard @ Caffeine S 7 "
. 1 A Level 782 } Fy
> 7 Level 78200 [1] ] | Reserpine — Cx:HaoM:0s - + |\w
o N Lol iz s (i = “50 1 Reserpine , (0.3268x + 5.945) (R% 0.98894) ( GRF 30.40) . .
» "4 Blank_20_1.92 [1] =z 00 ] (©rigin: ignore, Weighting: 1/%, Signal: Area UV-VIS, Function: Linear), 15: Caffeine 5 280 nm (DAD) |
. z b ¢
> T Blank 20.2.93 [1] = 4 © calibrant _
5> %4 Mix-3 (Silke) 9_1.94 [1] = 330 ] o calibrant missing ad
5 4 Mix-3 (Silke) 9.2 95 [1] Z mo]bx | |
5> 74 Mix-3 (Silke) 9_3_96 [1] - ?:m’“':'"g
>y Coffein Service Training_10_1_97 [1] g 1o Bla"i b |
5 " Coffein Karin Stock solution_11_1.98 [1] ¥ 200+ 1
5> 74 Level 0 QuECheRS_12_1.99 [1] s 150 104
5 74 Level 1 QUECheRS 131100 [1] z i ]
5 4 Level 2 QuECheRS_14_1101 [1] T 1004 154
5 74 Level 3 QuECheRS_151102 [1] E 504 —
5> 74 Level 4 QUECheRS_16_1103 [1] g 5] 1
5> 74 Level 5 QuECheRS_17_1.104 [1] ] : : . . ‘ I . ‘ ‘ . ‘ ‘ ‘ . 350 |Level 78290 | T
0 100 200 300 400 500 500 700 200 900 1000 1100 1200 ng/mL 15: Caffeine
= o [@ Concentration 300 + 280 nm (DAD)
Analyte Navigator 3 [ R T g = ]
y g
8 Linear (R*= 0.93894) [ Quadratic (R*= 0.99463) (T Cubic (R*= 0.99443) 250 4
Applied filter: None 1
Caffeine - ] Res 3268x + 5.849) ( R 0.98884) ( oRFB0.40) ) ]
<& Reserpine % . (Origin: Ignere, Weighting: 1/x, Signal: Area LIV'VS, Function: Linear), 1S: Caffeine 8 100 4
Theobromine Mob1 5 g
z © 7
Theobromine Mob2 3 © 8 = 8 50 |
= b ]
_______ L0 R N T
T T T T T 7 T T T T T T 0
0 100 200 300 400 500 600 700 800 200 1000 ng/mL i T
+ &8 Concentration 2 @Ee 3 4 5 7 2 Time[min]
EE Calibration Data Point X} T '| cC =0 ‘
Active Date Po...  Sample Type Sample Subtype | Quantity Quantity expe...  Area (UV-VIS) for Quantification  Area for Quantification [I5] (UV-... | Rel. Arca UV-VIS  Rel. Quantity (UV-VIS Area) | RT [min] Accuracy [%]  Recovery[%] | Residual [%]
T T T T T T T T T T T T T
16 Level 5.6_1_... Calibration Sa... 217.2ngfml 250.0 ng/mlL 4 1324 0031 76.9 ng/mL 210 26.90 na. 131
17 Calibration Sa... 26,3 ng/ml 250.0 ng/ml 4 1320 0.037 93.6 ng/ml 815 107.32 na. 7.3
12 Calibration Sa... 2401 ng/ml 250.0 ng/mlL 4 1215 0034 244 ng/mL 212 96.02 na. 40
19 ... Calibration Sa... 272.2 ng/ml 250.0 ng/ml 50 1313 0.032 949 ng/ml 8.04 108,90 na. 8.9
20 .. Calibration 5a... 260.6 ng/mL 250.0 ng/mL 47 1303 0.036 91.1 ng/mL 8.04 104.25 n.a. 4.3
21 Calibration Sa... 266.3 ng/ml 2500 ng/ml 4 1309 0.037 93.0 ng/ml 8.04 106.51 na. 6.5
22 . Calibration 5a... 289.0 ng/mL 250.0 ng/mL 33 1325 0.040 1004 ng/mL 8.04 115.62 n.a. 15.6
localhost| & Processing server connected
g
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ASQ TASQ 2026

TASQ 2026: FLD Data can be Handled as UV-VIS Data

= |nterpret fluorescence

detector data as UV-
VIS detector

= Specify trace by using
one of the two FLD
wavelengths

© 2025 Bruker

B 745Q - demo - localhost - [Ch] - [Ochratoxin 4, V3]

1 Batch Navigator X

Appled fiter:

= 0 || # caioration Function Graph %

v Chur (3]
> % BWPI-AL1L3847 (1]

012825 P1-A2.1_3848 1]

012925 P1-A3.1 3849 [1]

0517_P1-A6_1_3852 [1]

1034 P1-AT 1 3853 [1])
2.068_P1-A8_1_3854 [1]
S17.P1-A9.1 3855 1]

1034 P1-81.1_3836 [1]
BW_P1-A11_3057 [1]
5.17QC_P1-A9_1_3858 [1]
BW_P1-A11_3058 [1]
622806 20 P1-C1_1_3880 [1]
622807 20 P1-C2.1 3861 [1)
621832 20 _P1-C3.1_3882 [1]
622852 200 P1-C4.1_3083 [1]
622853 20_P1-€5.1_3854 [1]
623491 20 P1-C6_1_3865 [1)
62692 20w _P1-C7_1_3886 [1]
S0 ngl WF 1_Pi-CB_1_3867 [1)
50 ngl WF 2_P1-C9_1_3368 [1]
517QC_P1-A9.1_3868 [1]
BW_Pi-A11_3870 (1]

@ Analyte Navigator % YT

> . 0068625 P1-A2 13871 [1]

fiter: None

4gp

== Ochratoxin A

[tocathost] © Processing server connected

Innovation with Integrity |

4 - ochratoxin A, (0.3073x + 0.09973) (R*: 0.5/ (GRF 1 012925 P1-A2 1 3848
1 :%"ga‘f ’l‘grlore‘o\'l?gh:ng:aex.gsfg]n? E ,s-;:]n.u;v—-nscr.—cotii':;—ea-l Il 0036 | Ochvatauin &~ G /CINO, - |
© Calibrant 9 INGLE WA |
35 { o casrant missing ™ 0.006 -|
anac
1 & acmssmg 1
3 ] & sameie 0084 o
0 Bane ]
25] J 1
|
0.088 ~
154 0086 -
14 ] -
i Tozs25 pr-az 1 384 A
05 4 0099 o |
sl ;
04 = ] 1 |
o i ? ‘ s ‘ 7 s 3 0 units i
e Concentration ] |
£ a09 4
= § = 0O || Colibration Residual Plot =0z
< 008 |
200 | Ochratoxin A , (0.3073x + 0.09973) (R™: 0.99390) ( oRF 109.91) E 4
. {Onigin: Ignare, Weighting: 1/x, Signal: Area UV-VIS, Function: Linear) Do
3 |
= 1
0 1 2 3 4 5 [ 7 ] s 0 N units v r r T T r T T v r - T r r T r
@ Concentration e 1 15 2 25 3 15 4 as 5 55 6 65 T 75 8 Time [min]
 Ca a Data Point < | f Batch Results 3 Analysis Results »r-@a¢=no
ActiveData Po... SampleType  Sample Subtype | Quantity Quantity expe... | Area for Quant... Areafor Quant.. Area (UV-VIS)f.. Rel Area RT {min] Accurscy[%] | Recovery[%]  Residual[%]  Acquisition date  Visited Review State
T T T T b T T
1 0064625 P1... Calibration s 0.1 units 0.1 unis 20034 [] 438 15955 na. 595 2024-09-30 = NONE -
2
3 012925 P1-... Calibration 5o " 0.1 units . e s, 2004-08-30 02 = NONE -
] 012925, P-... Calibration Sa na 0.1 units na. na na 20240930 NONE v
5 02585 P1-.. Calbration Sa na 03 units ] na. na @ NONE -
6 0.2585.P1-.. Calibration Sa. na 03 units na. na NONE v
7 038775 P1-... Calbration 5 na 04 units ] na. e - NONE -
[ 038775, P1-... Caibration Sa... na 04 units na na NONE -
) 0.517.P1-A. Calibration Sa... 0.2 units. 05 units ] na na = NOKE -
10 0517P1-A.._Calbration Sa 03 units 05 units ] na. na NONE L
11 104P1-A. Calibration Sa.. 0 units 10 units s 0 438 s e NONE -
2 ¥ 1034P1-A. Calibration Sa... 2.8 units 10 units 52550 ] 437 s na = NONE -
13 [ 2068P1-A. Calibration Sa.. 1.8 units 21 units ams 1 438 9042 na Z NONE -
u Caiibr 1.9 units 21 units 104630 1 433 0.0 na v NONE g
[ Caiibr S0 units S2units 27103 2 a3 o356 na = NONE -
6 517P1-AS.. CalibrationSa... 5.0 units 52 units 248053 2 438 9635 na = NONE -
17 4 1034P1-81.. Calibration Sa 102 units 103 units agrs6 E] 438 10590 na Z NONE -
18 [ 1034 P1-B1.. Calibration So 105 units 103 units 515416 3 438 10482 " = NONE -
1 5.17QC Pi... Qualitycontrol . 50 units 52units zmm 2 438 %70 = NONE ’
) 517G Pl... Quaktycontrol ... 50 units 52units 28662 z 438 %17 = NONE -
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TASQ 2026: Instrument Type Other

If data does not contain MS data but only UV-VIS or GC data assign instrument type Other to batch
Adapt result views to show relevant columns in default configuration, hide MS specific columns
Extended method profile settings with default settings for instrument type Other

Changes to Detailed UV-VIS Result views: generalize to be used for GC data as well -> renamed to Detailed

Other Result views. Show appropriate name depending on data. Detailed UV-VIS Results or Detailed GC
Results view.

Extend List Chromatograms view to show GC traces

Innovation with Integrity | 15 July 2025 | 20



ASQ TASQ 2026

TASQ 2026: Extracted Internal Standard and Non Extracted Internal
Standard

= Support for a second internal standard for EPA 533 and EPA 1633 — for PFOS an internal standard is spiked
prior to sample preparation and one to the final test sample

= Known internal standard is used for specification of extracted internal standard

= Non extracted internal standard is declared as ,Internal Performance Standard”

B! Method Editor ]

[ B2 R+ & |

AR |4/ C=08

Selected method:

Unassigned analytes

EPA 1633 PRAS Final [Vers: 2/ TQ)]

Version: |2 (2025-07-11 17:38:29) v|

General library search settings Internal standards  |nternal perfformance standards  Number formats  Colors definition  Workflow settings -

Internal standards with assigned analytes

Please drag analyte from left to right to create an internal standard.
Drag analytes onte an internal standard to assign them.

b

B} Method Editor ]

|82 Re & |

l@e|[rns C=8

Selected method:

EPA 1633 PFAS Final [Vers.: 2/ TQ] Version: | 2 (2025-07-1117:38:29) v|

General library search settings  Internal standards  Internal perfformance standards  Number formats - Colors definition  Workflow settings !

Unassigned analytes

Internal performance standards with assigned analytes

PFEA-TICIINIS [ 73 FIca 11CH-PF30UGS » [ PPBAISCIL-NIS (ipS);
PFDA-[13C2]-NIS [&] prDA 3-3FTCA > (= PFDA-[13C2]-NIS (IPS)
PFHxA-[13C2]-NIS ~ = 13C7-PFURA (15) 4-2FTS > (= PFHxA-[13C2]-NIS (IPS)
PFHxS-[1802]-NIS [&] Pruna 5-3FTCA » [ PPHxS-[1802]-NIS (IP5)
PENA-[13C5]-NIS ~ (= 13C3-PFOA(I5) 6.2 FTS 5 (= PFNA-[13C5]-NIS (IPS)
PFOA-[13C41-NIS [ 53 Fca 73ETCA > 5 PFOA-[13C4I-NIS (PS)
v - =] 13c8-
Toea [Z] 11C1-PF30UdS 9CI-PFI0UES [ 13C8-PFOSA
[&] 9CI-PF30UdS ADONA %] D3-NMeFOSA
[=] pFD3 D7-NMeFOSE [] D3-NMeFOSAA
[7] PFDoS DS-NEFOSE [ DS-NEFOSA
[ PFNS HFPO-DA [%] D5-NEtFOSAA
[Z] pros NEtFOSA [Z] PFUnA
> (= 13C8-PFOSA (I5) NEtFOSAA [ DA
5 (= 13C-PFNA (I5) NEtFOSE
o DA MAMeFOSA (18] semmiee

Please drag analyte from left to right to create an internal
performance standard. Drag analytes onto an internal performance
standard to assign them.

»

Innovation with Integrity |
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TASQ 2026: Result Columns for internal performance standards

Related Data

Area for Quantification [IPS] (UV-VIS)
Area for Quantification[IPS]

IPS

Height for Quantification [IPS]
Height for Quantification [IPS] (UV-VIS)
Quantity expected [IPS]

RT(IPS) [min]

RT(IPS) [min] expected

Rel RT expected IPS

Rel. Area IPS

Rel. Height IPS

Rel. Quantity Area [IPS]

Rel. Quantity Height [IPS]

Rel.RT to IPS

Response IPS (Area IPS / c(IPS))
Response factor IPS/IS (Area / ¢)
ARel.RT to IPS[%]

Area of UV-VIS chromatogram peak for internal performance standard
Area of internal performance standard

Name of of internal performance standard

Height of internal performance standard

Height for Quantification [IPS] (UV-VIS)

Quantity expected internal performance standard

Retention time of internal performance standard

Expected retention time of internal performance standard

Expected relative retention time

Area relative to internal performance standard

Height relative to internal performance standard

Relative Quantity Area [IPS]

Relative Quantity Height [IPS]

Retention time relative to internal performance standard

Response of internal performance standard (Area IPS / expected concentration IPS)
Response factor IPS / IS Area

Deviation of observed relative retention time to expected relative retention time in [%] to internal performance standard

Innovation with Integrity |
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ASQ TASQ 2026

TASQ 2026: Support EIS and IPS for PFOA in EPA 1633

TASQ - demo - localhost - [20240918 -1633 cal curve-reduced method] - [13C8-PFOA-1633, V15] = O *

= Columns for IS,

Batch Method Review = . = Spectral 8
Management @ Management 75 i ._J.. Qi B E Lpoiling Library : H Q Il.ll Q 9
IPS EH Batch Results Xl ‘K Y" mlc: g
Data Set w Score ART[min] Quantity [un... Accuracy [%] Recovery [%] | Area for Quantification IS Area for Quantification[IS] = Rel. Quantity (Area)  IPS Area for Quantification[IPS] | Response IPS (Area IPS/ ... | Response factor IPS/IS (Area / c) | Response IS (Area IS/ (IS))
T T T T T T T T T T T T T T T
[ | N ar r ]e 1 Rinse_600 042 na. = na. 14386 13C2-PFOA PFOA-[13C4]-NIS na. na. na.
2 ResCheckf0l SN -0.11 6.087 - na. 2330865 13C2-PFOA 2366261 4,925 units | PFOA-[13C4]-NIS 433049 433049 0.92 473252
3 ICV613 [eer -0.01 10.692 . 106.92 4238455 13CB-PFOA 2471732 8574 units  PFOA-[13C4]-NIS 300059 390959 0.79 494346
4 B2 [rer -0.00 n.c. - na. 9995 13CE-PFDA 2506314 0.020 units  PFOA-[13C4]-NIS 406688 406668 0.81 501263
| Areas 5 BS6IS B o 2.895 - na. 1146809 13C3-PFOA 2393833 2395 units | PFOA-[13C4]-NIS 385579 333579 081 478767
6  Blank 614 =1 -0.00 nc. - na. 17244 13C2-PFOA 2372554 0.036 units  PFOA-[13C4]-NIS 305798 395798 0.83 474511
7 1633Calosio [ -0.01 0.938 99.38 n.a. 3977096 13C8-PFOA 2493005 7.977 units | PFOA-[13C4]-NIS 400824 400824 0.80 438601
3 1633Calecoo [Nl -0.01 7.454 99.38 na. 3838638 13C2-PFOA 3194675 6.008 units  PFOA-[13C4]-NIS 495772 495772 0.78 638935
[ | Response 9 1633Cal7.608 -0.01 4738 94.76 na. 2380148 13C8-PFOA 3007989 3.856 units  PFOA-[13C4]-NIS 488156 488156 0.79 619508
10 {1633 Cal 6_607 -0.01 2282 91.27 n.a. 1080043 13C2-PFOA 2853954 1910 units  PFOA-[13C4]-NIS 441007 441007 0.77 570791
11 1633 Cal 5606 -0.00 0.895 89.47 n.a. 496364 13CB-PFOA 3062690 0.810 units | PFOA-[13C4]-NIS 503275 503275 0.82 612538
. 12 1633Cal46o; [ -0.01 0.502 20.30 na. 208291 13C8-PFOA 2004816 0.499 units  PFOA-[13C4]-NIS 484339 484339 0.81 508963
[ ] Ra‘tlo |S/| PS 13 1633 Cal 3604 -0.00 0.174 £0.58 na. 102341 13C8-PFOA 2130649 0.239 units  PFOA-[13C4]-NIS 415295 415295 0.97 427930
14 1633 Cal2.603 | -0.01 0.129 64.53 na. 83856 13C3-PFOA 2059454 0.204 units  PFOA-[13C4]-NIS 410110 410110 1.00 411891
15 1633calien | 0.20 0.079 63.29 na. £7839 13C2-PFOA 2068214 0.164 units  PFOA-[13C4]-NIS 222173 422173 1.02 413643
16 1633 Cal 10611 [ -0.01 25.829 103.32 na. 9384593 13C2-PFOA 2281175 20.570 units  PFOA-[13C4]-NIS 323200 383200 0.84 456235
J\AChromatogramxw %‘QEMJ\Xﬂﬂth‘ﬂnmﬁ
w107 1633 Cal 6.607
| PFOA = CeF1s02— +++ Z
80 4130 3620 B4V ) (P1) (@) 3
7.0 ()41 69.0 [12.9V] () b
11s: 13ce-pFoA -
6.0 J IPS: PFOA-[13C41-NIS Ll
2 9 o
= i
5 0]
= 40 =
20
20 ] S o
m E i
10 4 o7 /
g S
I
00 T T T T T T T T T T T - T T T T T T T T T T
PPN 57 58 59 6 61 6.2 63 6.4 65 66  Time[min]
Elocalhost| 6D Processing server connected
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ASQ TASQ 2026

TASQ 2026: Support for Additional Internal Standard

= |nternal standard and internal performance standard traces are
shown in chromatogram(s), mobilogram(s), and list
chromatograms view

q A
2 -
6 6.1 6.2

Innovation with Integrity | 15 July 2025 | 24




ASQ TASQ 2026

TASQ 2026: Check Methods For Errors Prior To Processing

= Do not start processing of data if the processing method |5 " . —
|S no_t Valld and Contalns errors Please select a method to process your batch.
Applied filter: None X T

= Do list found errors to point out what needs to be [ st

T T T

Corrected by user 9 | 05.CVUA-Alkaloide 2012 with reason (s=-~A- ——r—— x'_‘

10 05 CVUA-Alkaloide 2012 with reason 2 (B Error information about the selected method
|| 11 05_CvUA-Alkaloide 2012-AuditTrail wit
|| 12 05.CVUA-Alkaloide 2012-Nutella |
| 13 05_CVUA-Alkaloide 2012-test
14 05_CVUA-Alkaloide 2012-test for prm-.

[Sulfadimethoxine] [M+nH+1]: lon ratio reference |D is undefined. Check ion ratio definitions.
[Sulfamerazing] [M+nH+1] : lon ratio reference |D is undefined. Check ion ratio definitions.

|
|
|
|
|
|
|
|
|
|
|
|
The following errors were found in the method: |
|
|
|
|
|
|
|
|
|
|
|
|
|

| 15 05_CVUA-Alkaloide 2012-test2 | [Tylosin A] [M+nH+1]: lon ratio reference |D is undefined. Check ion ratio definitions.
| 16 05_CVUA-Alkaloide 2012_small |
{ 17 03_CVUA-Alkaloide 2012_with_Tags
{ 18 1-Hydroxymidazolam \ |7~ timsTOF | ||
1 19 20200320_Urine MET_PASEF 3~ timsTOF O
! 20 20200406_cabamazepine_fixed 3 - timsTOF O
| 21 20201203_T503139_Clonazepam 1 = timsTOF O
i 22 20221121 _TargetScreener HR 3.1 Pesticides_POS_impact_all_ions_bbCID_LockMass_ 1 ~| TOF O
: 23 20240314_T5CQ-8959_TargetScreener HR 2023 PFAS_neg_timsTOF wide RT for dia-PASEF_L-PFOA Fragm 369 1 - timsTOF O
] 2 |
: 25 5996-Demo Data Quant-Audittrail (V1) 1 - TOF O
| 26 SG96-1T-Lrine MFT PASFF-200974-131249 (V1 7~ timsTOF r

Method status processing

You can't start batch processing because the selected method has errors. Show errors
1

?\ < Back Mext » Finish Cancel

Innovation with Integrity | 15 July 2025 | 25
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TASQ 2026: Analyte Navigator — supports now IPS also

* T T:: h E = B * T ﬁl-'-‘references

n
4
ooo

= B T

<@ Analyte Navigator

n
4
ooo

= 8

<@ Analyte Navigator <@ Analyte Navigator

Analyte Navigator

Applied filter: None Applied filter: None Applied filter: None '

Ll Sort analytes by

v| [Internal Standards] [6] |
w Alprazolam D5 [1]

Alprazolam
Diazeparn D5 [1]
Flunitrazepam D7 [1]

Oxazepam D5 [1]
Zolpidem D& [1]
w [Analytes] [7]

>
>
» Mordiazepam D3 [2]
>
>

w Alprazolam [1]
Alprazolam D5
Diazeparmn [1]
Flunitrazepam [1]
Lorazepam [1]
Mordiazepam [1]
Oxazepam [1]
Zolpidem [1]

WOW W W W W

Alprazolam
Alprazolam D5
Diazepam
Diazeparmn D3
Flunitrazepam
Flunitrazepam D7
Lorazepam
Mordiazepam
Mordiazepam D5
Oxazepam
Oxazepam D3
Zolpidem
Zolpidem D&

Zolpidem D6 (5.04 min)
Zolpidemn (5.06 rmin)
Oxazepam D3 (V.03 min)
Oxazepam (7.07 min)
Alprazolam D5 (7.13 min)

<= Alprazolam (7.17 min)

Mordiazepam D3 (7,17 min)
Lorazepam (7.19 min)
Mordiazepam (7.20 min)
Flunitrazepam D7 (7.43 min)
Flunitrazepam (7.46 min)
Diazeparn D5 (7.79 min)
Diazeparn (V.20 min)

© 2025 Bruker

Batch Statistics Graph

Butterfly View

Calibration Function Graph
» Chromatogram

» Chromatograms

© Mame () Retention Time

Display as
O List O Tree

@ Analyte Navigator

Applied filter: None

» 13CE-PFOA[1]

» PFOA[1]

» PFOATT]

PFOA-[13CE]-IDA

Innovation with Integrity |

w [Extracted Internal Standards] [1]
w [Internal Standards] [1]
y PFOA-[13C4]-MI5 [1]
w [Analytes with Extracted Internal Standards] [1]

w [Analytes with Internal Standards] [1]

w [Unassigned Analytes] [1]
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ASQ TASQ 2026

TASQ 2026: New Columns in LIMS Export File

Area UV Quantification

Height UV Quantification

Area Quantification

Height Quantification

Registry Number

Dilution Factor

Data Set Comment

User Name

lon Ratio Valid Q

lon Ratio Valid Q1

lon Ratio Valid Q2

lon Ratio Valid Q3

lon Ratio Valid Q4

lon Ratio Valid Q5

Area of internal performance standard

Area of mobilogram peak for internal performance standard

Height of mobilogram peak for internal performance standard

Area of UV-VIS chromatogram peak for internal performance standard

Height for Quantification [IPS] (UV-VIS)

Quantity expected internal performance standard

Expected retention time of internal performance standard

Height of internal performance standard

Retention time of internal performance standard

Name of of internal performance standard

Area relative to internal performance standard

Height relative to internal performance standard

Expected relative retention time

Deviation of observed relative retention time to expected relative retention time in [%] to internal performance standard
Retention time relative to internal performance standard

Response of internal performance standard (Area IPS / expected concentration IPS)
Response factor IPS /IS Area

Sum of GC area values of all quantifier ions

Sum of GC height values of all quantifier ions

Area GC relative to internal standard

Height GC relative to internal standard

Relative quantity based on internal standard c= (Signal Area for Quantification GC/ Signal IS GC) * c_IS
Relative quantity based on internal standard c= (Signal Height for Quantification GC/ Signal IS Height GC) * c_IS

Innovation with Integrity |
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ASQ TASQ 2026

TASQ 2026: Enhance Options for Chromatogram View

= Added toggle buttons to show:

= Chromatograms of mandatory ions or quantitation ions only

Aa Chromatogram Xl Q@ m ol sk K, A )| As Chromatogram X] 8 Q m o XA An Chromatogram 3 & @ m ol ok KL J“L.| [i JE o SRl
T— 4_ E— T—
<1045 50 ng_ml_65_3_12526 x107 7] 51D 50 ng_ml_65_3_12528 <0351 50 ng_ml_65_3_12526
| HomaSildenafil - CasHazN0uS — ++++ | HomoSildenafil - CaHzzMe0u5 = ++++ 1HomoSildenafil - CzsHaaMN0.5 - ++4+
1489 - M+nH (%) (PI 1488 - M+nH (%) (PI) (q) 1489 -
7.0 .4 _|-_1tEH_(?.(-=J L 70 490 Menbe1 () 70 J#-MHOPh @
— 475.212 (bbCID) 1112 = Frag 113 (*) (bbCID) 1
172 - 72.081 (bECID] ' 7311 —Frag 311 {*) (bbCID)
199 -99.092 (bbCIDY) 2 ] = 1 2
60 1113-Frag 113 () (bbCID) o &0 T 60 wi
1311 -Frag 311 (*] (bbCID) ] 1
5.0 4 3.0 50 4 |
= b g ] =
& 404 § 40 4 £ 40 h
3.0 4 30+ 30
2.0 4 U 20 2.0
1.0 4 1.0+ 10 ]
0.0 T T T T T T T T T T T L AL B L B 0.0 T T L e e e B e B B B e o e o
0 05 1 15 2.5 35 s 0 0.5 1 1.5 YN 0.5 1 2 25 3 35 4 Time [min]

Innovation with Integrity |
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TASQ 2026: Chromatogram View Overlay Intensity Threshold

. . M Chromatogram A oak oo =
= Optionally overlay a horizontal chemsogen x| = 2o B AN08 T
. . . ol =
line for the intensity threshold as ] | g
1308 = M+nH (%) (P} (q) =1
e . . 800 — IPS: Alprazolam D5 I
specified in the processing ] g
method ™0 ] -
600
= SCO—_
= 0 ]
300—-
20(}—-
100 4 \\
D_'"|''"|'"'|""|""|""|""|'''|'"'|''''|'"'|""|""|""|""|
& 6.5 6.6 6.7 6.8 6.9 7 71 7.2 7.3 T4 7.5 7.6 7 Time [min]
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ASQ TASQ 2026

TASQ 2026: Show Compound Heat Map View for Determinations

TASQ - demo - Iocalhost - [20211021 Sample 5] - [20211021 SampieS, V8, (mixed Mathad Versions)] - 8 X
Batch d = Spectral ) T :
= Get more insi g hts into  EENEES B mae
1 Batch Navigator X % T G|~ § = 0l[manysseus x| X v -|B Al C = o[ chomatogem x & Q m ol A | @& = O J[[: show Compound Heatmap View x =5
. Appliedfitter: None AnalyteName | MRSQC + ccsscore 1K [Vsfemd] .| 81/ [%] Am/z [mDa] <108 ] STD 1000 ng_mi_69.3 12538
ata -t a n W |-t 1 D be T v v T Sildenafil impurity A CosHuzNs0.5 — + > ReMob | 429~ MenH () (P1) () RtMz | 489~ M=rH (%) (P1) (q) MobMz | 489~ M=nH (%) (P1) (q)
> "\ STD 10 ng_mi 63 112518 [1] 2 q J
1 HomoSildenafil - 1.0429 024 [
>\ STD10 ng_mi 63 212519 [1] 13 {48 MenH (9 01 (q) L ] o
- 047 : f e+ 1) (q !
> “\ STD 10 ng_mi_63.3 12520 [1] ; :‘"‘ﬂhy‘:me 1:9: z; ] patisil T o £ 22 ]
> % STD25 ng_mi_64 112521 [1] Jopoxypheny. i 1.2 {325 - Frag 325 () (bbCID) H 11 7 27
>\ STD25 ng_mi_64.2_12522 [1] z 401 201]
chromatograms or 5 1 - I O
3 4 STD50 ng_mi_65_1_12524 [1] 3 s » 2 el 2 =
>\ STD0 ng_ml 65 2 12525 [1] - 8 2 ] ]
>\ STD 50 ng_m_65.3_12526 [1] i ~ =105 488 488 ]
. > 4 STD 100 ng ml 6.1 12527 [1] 487 374
> \ STD 100 ng_mI_66.2_12528 [1] 104 L e 6]
>\ STD 100 ng_ml_66.3 12520 [1] 0975 1
5\ STD 250 mg mI 67112520 [1] L o 485 485 ]
> 4 STD250ng mI 67212531 [1] £ T T T T T T T T T T T ?
3 “. STD250ng.ml67.3.12532 [1] £ o7 28 29 3 Time[min] 28 29 3 Time[min] 1 105 1/K [V's/em]
> 4 STD 500 ng_m 68112533 [1]
. > \ STD500ng ml 68 2 12534 [1] 06 REMob | 490- MenH+1 () () (@) REMz | 490 = MenH+ 1 () (P1) (g) MobMz | 430 - Ment+1 () (P1) (g)
™ > . STD 500 ng_mI 6.3 12535 [1] 5 r
| e C a C U a e O I I 23 ST D o5 ] 01 ]
5\ STD 1000 ng_ml 692 12537 [1] 1 1125 ; ]
5 . STD1000ng_ml 69 3 12538 [1] 29 ¥ 483 203
> . Blank 61112539 [1] L8 — 40 202]
>\ Blank 612 12540 [1] g s 101 1]
| r I r I >\ Blank 61312541 [1] 03 4 = _ 2 _ .
>\ SamplePrep 1 HB_70_1_12542 [1] s £ a0
> 7\ Sample 5 Prep 1 HE_70.2_12543 [1] 02 = 10 489 1 7
5\ SamplePrep 1 HB_70.3 1254 (1] s
. . > 4 Sample5Prep 1 HB_70.4 12545 [1 1
> T, il 01 267
erermination w
00
Anaiyte Navigator X § =0 ! ! T ! 4 ! ; T T T T T T T T T T T T
@ Ansiyte Navig s 05 15 2 25 3 35 4 Time [min] 8 29 3 Timelmin] 28 29 3 Tmelmin] 1 105 1/Ks Vis/em]
Applied fiter: None A Mobilegiam X Qamdabh ANKOR=1
ReMob | 297 - Frag 297 () (P1) (q) (bbCID) RtMz | 297 - Frag 297 () (P) (q) (6bCID) MabMz | 297 - Frag 297 () (P) (q) (6bCID)
. 10° {5TD 1000 ng_m_69 3 12538 , -
n . Dimethyl Sildenafil Sildenafil impurity A CosHuzNs0.5 — + o ol o] 2
I I | I 354 = .
S ra I O . T 433 MenH (9 (1) (q) = e ] — m | S
Propoxyphenyl sildenafil MenH+1(% (g > 7 ]
< Sildenafil impurity A ~Frag 207 (* 5 — 299 ] T —
Vardenafil 325 - Frag 325 (") (bbCID) 2
Vardenafi 2 | =l |
2049 5 4 4
£ £ — g a7 —
3 2 2964 -
b 205 205 ]
] 1 1
2 4 294 234 1
0.5 0975 203 203 ]
204 28 29 3 Time [min] 28 29 3 Time [min] 1 105 1K [Vis/em]
RebMob | 325 — Frag 325 ) (PI) (bbCID) MobMz | 325  Frag 325 (*) (P]) (5bCID)
< | EE Detailed lon Results X =8 ] 1 ] .
= 10.3 . s 11254 =2
lon Formula lon Type Mandatory Area MRSC CCS AT 4 3284
=i T T T T T =] =
0.2 1 CaMuNeOS™  MenH 5108212 21 i 1
2 CoHal:0S™ | MenHel 1245071 104 ) =
3 Frag 297 220233 = E 354
0 1 4 Frag 325 353038 324 4
s 323 ]
322
0 21 ]
T T T T T T T T T T T T
00 ———— e 28 29 3 Time [min] 28 29 3 Time [min] 1 105 1/Ks [V*sfem’]
&% 095 096 097 098099 1 101 102 103 104 105 106 107 108 109 11 111 VKe[Vs/iem’]

Elocalhost, G5 Processing server connected
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TASQ 2026: Show Compound Heat Map View for Determinations

|:3: Show Compound Heatmap View X \ =8
RtMob [ 181 - MnH () (P]) (q) Rtz | 181 = M-nH () (1) () MebMz | 181 - M=nH () (P1) ()
0725 1 1
] 185 - 185 —
o7+ 184 ] 184
= Show heatm f hion in all three mai ject]
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TASQ 2026: Show Compound Heat Map View for Determinations

= Preferences to configure
order and orientation of faces

= Specify which guidelines shall
be shown — detected peak
start/end, intervals for trace
generation, peak apex
position

= Specify which thickness a
slice shall have in z direction

= Specify additional margin
relative to peak start/end or
tolerances specified in
processing method

ﬁ Preferences
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|:3: Show Compound Heatmap View X = B8
- ShOW gUIde|IﬂeS through Curl’eﬂt mouse RtMob | 181 = M+nH (%) (PI) (g) Rtz | 181 = M+nH (%) (P1) () Mobhdz | 181 = M+nH () (PI) (q)
0.725 - § 7
g 181.11 181.11
- . . . _ bi4 i i
position simultaneously in all views § oe73 16109 16109
065 = . = -
= 0625 ] g £121.07 - = £181.07 - -
S i i
= 064 181.05 - 181.05
0.575 ] J
0.55 x: 54862 | y:0.6369 121,02 w:5.4862 | y2183.0710 12102 4 0.6/ 59|¥:153.0?10
1 1
e SIS A — SN S S SR —
53 54 55  Time[min] 53 54 55  Time[min] 0.55 06 17Kz [V¥sfem?]
RtMob | 182 — M+nH+1 () Rtz | 182 - M+nH+1 (%) MobMz | 182 - M+nH+1 (%)
0.725 . -
R E 182.11 1 182,11 4
E 0675 7 - 182.00 182.00
= 065 - = - M - i 5 - : .
Y 1 g:_— . E182.07 ‘gl E182.07 “Hm
£ 067 = ; . .
= ] 182.05 182.05 -
0.575 i i
055 3 %:5,4262 | :0.6369 182.03 %:5.4862 | y:183.0710 182.03 4 x:0.6369 | y:183.0710
1 . ] . 1
SIS E— "L A—— SIS (S S LA — SN S AT S
5.3 5.4 5.5 Time [min] 5.3 54 5.5 Time [min] 0.55 0.6 1/Ka [V*s/em?]
RtMob | 183 - M+nH+2 RtMz | 183 — M+nH+2 Mobhiz | 183 - M+nH+2
0.725 1.__. . J T )
07 183.11 ™ e | My o 183.11 Ry
= ] ] - - i —— :
e 183.09 T 183.09 oo
I e S NI N - LR Ol BN I '
= e d= - E1g3.07 . AR ""-. Eqga.o7 , !
£ 08 183.05 - ) 183.05 b -
- E 05 4 " = 05 o el .
0.575 ] g i T
0.55 3 %:5.4862 | y:0.6369 18302 %:5.4852 | y:183.0710 183,03 \|x:0.6369 | y:183.0710"
. 1 . . ™ . 1 N 1
SN E— " A—" — SN R L A S SN T N S
5.3 5.4 5.5  Time [min] 5.3 5.4 55  Time [min] 0.55 0.6 1/Ky [V¥sfem?]
RtMob | 184 — M+nH+3 RtMz | 184 — M+nH+3 MobMz | 184 — M+nH+3

© 2025 Bruker Innovation with Integrity | 15 July 2025 | 838



ASQ TASQ 2026

TASQ 2026: Batch Statistics Graph - Rank

= Show the rank of a property

= Qverlay a cumulativie propability
assuming a normal distribution with
mean and standard deviation of the
selected property

= Show guidelines for mean and mean +-
sd

= Easily swap x and y property to reflect the
graph

© 2025 Bruker

]ﬁ Batch Statistics Graph
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