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High-resolution optical images: o SCILS skoser

High-resolution optical images in SCIiLS™ Lab Stack View

= SCILS Lab supports rendering optical images in
Stack View at full resolution

= |mport high-resolution optical images using
= SCILS Lab optical image import
= QuPath-to-SCILS export plugin
= SCiLS Exchange Format (SEF) files
= SCIiLS API

Hm=g
o

= Whole-slide brightfield imaging data in file formats

supported by the OpenSlide library are compatible
= NOTE: whole-slide fluorescence data is not supported

Data formats supported by the OpenSlide library

.svs, .tif tiff

.dem .svslide
.vms, .vmu, .ndpi Trestle tif
b, 4
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High-resolution optical images:
Optical image storage in SCiLS™ Lab

= QOptical image handling has fundamentally changed

in SCILS Lab 2024b

= Previously, optical images were
= Stored in the .slx file
= Maximum file size of 1 GB
= Down-sampled to max. 80008000 pixels
= Rendered as down-sampled image in Stack View

= Now, data sets can contain
= | egacyimages
= [nternal images
= [Externalimages

© 2024 Bruker  For Research Use Only. Not for use in clinical diagnostic procedures.
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SCILS skeger

Internal images External images Legacy images

Single
resolution
<8000 px

Stored internal

Full resolution

Pyramidal

image
multi-resolution

Stored external
w/ reference &
placeholder

Down-sampled placeholder when

external file is unavailable

resolution image
>8000 px <1GB

Single Legacy J

Converts to
Pyramidal
\ 4

Stored external
w/ reference &
placeholder

Full resolution [

A

Down-sampled J

<8000x8000 px

| Visualization | Objects | Tasks |

Q Search

Name Date
~ [] [l Regions 2021-04-30 17:04:16
> [J M TMA-dataset 2021-04-30 17.05:54

4. < No Filter »

MName

~ [ Bookmarks

Date

[] Autosave 2023-10-02 12:34:44
[ Autosave 2024-02-05 13:53:10
hd Sources
[] C:\Users\Goncalves\Desktop\TU_20191126_K2\TU_20191126_K2.dat 2021-04-30 17:06:08 A
hd Optical Images
[ 20191125_K2_0001 2021-04-30 17:06:07 v
[] 20191125_K2_0001_exported_cropped.jpg 2021-08-03 09:04:47 o
[] Overview Image 2021-04-30 17:06:07 o .~
itMa K2 il ; 2024-02-05 13:38:09 Ve

~ ® Normalizations
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High-resolution optical images:
Optical image storage in SCiLS™ Lab

= QOptical image handling has fundamentally changed
in SCILS Lab 2024b

= Previously, optical images were
= Stored in the .slx file
= Maximum file size of 1 GB
= Down-sampled to max. 80008000 pixels
= Rendered as down-sampled image in Stack View

= Now, data sets can contain
= | egacyimages
= [nternal images
= [Externalimages

= (Objects tab displays optical image information

= Internal/Legacy or matching image found at path: &/
= Path inaccessible or non-matching image found: A\

© 2024 Bruker  For Research Use Only. Not for use in clinical diagnostic procedures.
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SCILS skeger

Internal images External images Legacy images

Single
resolution
<8000 px

Stored internal

Full resolution

1:1(40x) 1:2(20x)

LG

Pyramidal
image

multi-resolution

Stored external
w/ reference &
placeholder

1:4 (10x)

Single

resolution
>8000 px

Converts to
Pyramidal

\ 4
Stored external

w/ reference &
placeholder

Full resolution
Down-sampled placeholder when
external file is unavailable

1:8(5x) 1:16 (2.5x%)

Legacy
image
<1GB

A

Down-sampled
<8000x8000 px

1/16 resolution

]
v
=
[=
80
o
=
S
]
]
80
o
=

Full resolution
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High-resolution optical images: ¢/ # SCILS =hizsn
Optical image storage in SCiLS™ Lab

= To facilitate high-resolution rendering for large 4% Information

x
“ n o 1 The selected optical image is too large to be stored efficiently inside the SCILS
flat Images’ these Images are Converted to a o Lab dataset. In order to allow an accurate rendering of the image in SCILS Lab, it
: H will be converted into a multiresclution image format and referenced as an
pyramlda| form at and treated aS EXternal Images external image file from within this dataset. In the next step, please specify the

storage location for this converted image.

Level 4
Blur and & 1/16 resolution

subsample Level 3

Blur and 1/8 resolution

subsample &
P e Level 2

1/4 resolution

Blur and
subsample
Level 1
1/2 resolution
Blur and
subsample

Level 0
Original
image
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High-resolution optical images:
Optical image storage in SCiLS™ Lab

= To facilitate high-resolution rendering for large
“flat” images, these images are
and treated as External images

= Allows importing pre-processed
images into SCILS Lab
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High-resolution optical images:

Updating external image locations in the Objects tab
= |n case external image files are re-located the T fiay e
external file references will need Updatiﬂg I o | QOOQ ......................................... REE.:::M .
= \Warning upon opening SCILS Lab data set e T }
X . i . .| /& High resolution visualization not available, please check and update the path in the Objects tab. f#o
= High-resolution rendering unavailable for affected ——wwTTsETTT e
eXternaI Images, p|aceh0|der |mage |S ShOWn : ‘:v::li:jl\mage(s]referencedbythisdatasetcannotbefoundattheirexpected ’ m;:moma
external location(s). Foptodioros
Checkthe Optical Images list in the Objects tab to update the external reference(s).
= Objects tab displays optical image information | B Bt
= Internal/Legacy or matching image found at path:\/ e : ——
= Path inaccessible or non-matching image found: % | 8
% Path D:."D;tasets.f‘NightIyJ’Train-t...TMA_KL-’TMA_KZ-muItire;.tiff v O w :
= The "Edit” properties dialog can be used to: i =
= [pdate path to external image ” ‘ ;
= Remove the external file reference oy SISt i esion 120115691
= External image files unaffected .
= Placeholder image unaffected
= Cannot be undone Commerts
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High-resolution optical images:
Improved integration between SCiLS™ Lab and QuPath

<)
BRUKER
(>

= The QuPath-to-SCiLS export plugin facilitates the ;f:...:“ T
transport of region annotations between SCILS Lab E [Pty
and QuPath R

= Plugin v1.4 transports external optical image
references between SCILS Lab and QuPath

= SCILS Lab and QuPath access the same external
optical image to avoid data duplication

= A reference to an external optical image can be
added to the updated SCiLS Exchange Format

© 2024 Bruker  For Research Use Only. Not for use in clinical diagnostic procedures.
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High-resolution optical images::
SCiLS™ Lab performance high-resolution optical image render

5.
«Q

= Whole-slide imaging data is read from disk and is [ setings >
not fully loaded into memory. When navigating
thrOUgh an image' ‘the image tileS -tha-t were :ozzzi:::ou = e e i sy CTRL+ArrowKey15.5|=-|ereyou e e e e e Payr=s
"visited” are temporarily stored, or cached, in Clckth Higligh Color bt t sslect clo fo hihlighed ches it views. T selected <olor s ieplayed i th bt

.. .o Highlight Color [select
memory to revisit them more efficiently later

A

The number of peels for depth peeling determines how the 30 view will render transparent m/z values. A high number will result in a
better render quality but has an impact on render performance. If you experience slow render performance try to decrease this
number.

Depth Peeling Peels 4 peels -

= To enhance the user experience and improve the e ————————
performance of viewing high resolution optical e e .
images in SCILS Lab, the can be e T e o
increased on the Advanced tab of File>SCiLS Lab e R v :

L3
Settl n gs Datasets opened from a network drive may become corrupted due to a potentially unstable network connection,
SCILS Lab can reduce this risk by closing such datasets automatically after a period of inactivity.

Metwork dataset grace period 1 hour hd

Certain file systems used for external drives are not designed for working with large, complex data structures, and therefore using
these with SCILS Lab files is considered potentially unsafe. Enabling support for these file systems bears the risk of corrupting and
losing your data. Please consider making backup copies of your work frequently. See the user manual for more information.

Support for unsafe file systems: Disabled (recommended) V|

Settings for Metaboscape molecular annotation

@ Local server (O Remote server http:// 127.0.0.1 foxf/metaboscape ®

Reset to Defaults Cancel
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Optical image co-registration: e# SCIL e
Improved image co-registration workflow

= To accommodate working with high-resolution — e =
optical images, SCILS™ Lab has a new two-step — e, — e, =
and interactive image co-registration module | Reference Image Y
% | 23101 Hannover slided0D1_multires 3‘4] Save As HE kidney22thOct2023 slided2 &
:'.‘ : é}}

= Access the new image registration module via

File > Import > Optical Image (Co-Register new ke
image) i l |

= Select the image you want to co-register to the g @an ol
MALDIImaging data, this is the Moving image .~~~ === ]

= |nthe registration wizard, select the Reference
image, which is already present in the data set

= Use the Image Orientation step to match the
orientation of the moving image to the reference
image
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Optical image co-registration:
Improved image co-registration workflow

: (<)
SCILS skeger

= Following Image Orientation, continue to the Image =
Co-registration, which is based on anchors to
adjust the moving image
= T anchor — adjust position
= 2 anchors — adjust rotation and scaling
= 3 anchors — compensate for shearing artefacts

= The detailed registration is interactive and
immediately displays the result of the input actions

= Anchor operations
= Create by clicking in the registration window
= Move to adjust the moving image position
= Relocate (click on the teachbox border and drag)
= Delete to undo image transformation
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Optical image co-registration:
Improved image co-registration workflow

: (<)
SCILS skeger

A brgn oyt mage

= Display Stack View content in the registration =
window to allow direct registration to ion images,
component analysis results, regions, labels,
external images, or any combination of these
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T-ReX® Feature Finding:

During the of timsTOF fleX and/or
centroided MRMS data into SCILS™ Lab,

can be enabled to run during the
import procedure

= T-ReX?for MRMS and QTOF data
= T-ReXs3 for TIMS data

For CCS-enabled timsTOF fleX data, the
can also be enabled to run during data
import

Parameters and results are identical to operating
the Feature Finding tool in SCILS Lab

Feature Finding upon manual import of data

#o SCILS BZ%R

4% Import : timsTOF Project

Feature finding
Feature finding using T-ReX

Enable feature finding
Run automatic feature finding using T-ReX

T-ReX parameters

Algarithm [T-Rex MM3)

Spatial smoothing |b(?_

Coverage 100%

Maximum features 2000

Polarity Positive

Intensity threshold @ Relative 0.30% |3 O Absolute

my/z interval width

Interval width @ Auto ) Custom + 10,500 =

Mobility width

@ CCS 200047 [ O /K0 £0010V-s/em® =

CCS extraction
Extract CCS images automatically
Feature list name

T-ReX3 features

ppm

Ad
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Multiple feature enhancements:
Changed mouse & keyboard interactions in Stack View

; an

= The mouse and keyboard interactions to navigate | Jr— £z wight button @ wigdie/s< button
in Stack View have been updated R e e
SHIFT Select regions Rotate the image (Stack View) | Pan the image
CTRL Toggle region selection | Pan the image Pan the image
ALT Intersect selected regions | Pan the image Pan the image

© 2024 Bruker  For Research Use Only. Not for use in clinical diagnostic procedures. Innovation with Integrity | 18 November 2024 | 19
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Multiple feature enhancements:
Improvements of the Objects tab functionality

o . SO
. #SCILS =roxer

| visualization | Objects | Tesks |

Q Search

= Display of data sources has been moved from File LT

~ [] M rat testis

Properties to Objects tab SETpe———

4« No Filter » -

Name Date
v [ Bookmarks

= Accessibility of source data is shown in Objectstab . Cyvad T T
8 AcceSSible: ¢ ........................... EE};[:::;:I[)‘ir:;z;ukerft\m;TOF_ﬂeK.fASMSratte;tis_te:tfrattastis.d : 2023-09-05 14:27:17 Fay -

. [ Overview Image 2023-09-05 14:227:05 o "
= | b | . [ temp_0001 2023-09-0514:27:05  © oV
n acceSS | e- W Edit X v Sliding Window Feature Lists R
[ rat testis: Imported Features 2023-09-0514:2?10%." o o o
Path E:\SSD_backup\Datasets\Bruker\...5 rat testis_test\rat testis.d /1y v Feature lists ..’
Tags Select Togs = [ mixed 2024-02-02 1312:18 o o o
N " ) hd Feature list data o~
Informati y
| U pdate path tO the source data Set Via the Ed It nformation [ Average intensity (Peak Area) - rat testis - No Normalization  2024-07-02 10:59:52
Name Date O

v Normalizations
> [l Regions 2023-09-05 14:26:39

p r O p e r.t | e S ‘ e [ Root Mean Square ‘,2?3‘2’3—09—05 14:27:02

[] Total lon Count o0 2023-08-0514:27:02

= For timsTOF fleX data, a change in the active
calibration of the source data is shown: (i)
= The calibration file active at the time of importing
the source data into SCILS Lab can be exported

© 2024 Bruker  For Research Use Only. Not for use in clinical diagnostic procedures. Innovation with Integrity | 18 November 2024 | 20
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Multiple feature enhancements:
Improved single spectrum viewing

= Displaying has been improved to
work like displaying ion images

= Select a single spectrum with a

= Add single spectra to the Spectra list by using
Alt + click

Innovation with Integrity | 18 November 2024 |
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Multiple feature enhancements: 4od SCILS =kyer
Spectrum plotter differentiates m/z and CCS features

= m/z and CCS features have different icons in the
Spectrum panel
= m/z feature a
= CCS feature &

= (Colors differentiate features in the ion image list
from features in the active feature list

760.5812 m/z + 0.007 Da 287.9461 + 2 A%
772.5236 m/z = 0.007 Da
B 7985375 m/z = 0.007 Da 2914511 £ 2A*  F—pibilo—o

808.5823 m/z = 0.007 Da

B % & %
4 Feature |m d
Data: | <MNone>
‘ | | l ‘ I [Threshold: 0 (9 intervals
Lo, la lll..l.ll l.“i.|1|].| I .Il||m||1...|...‘ 1 “1...|l||. L. LI] ||. L N NPT N I P
1) T & T T DT AT T T T L T T
760 770 780 790 800 m 810 820 830 840 850 860 870 830

/7.
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Multiple feature enhancements:
Optimize SCiLS™ Lab file size

= Qver time, the .sIx file of a SCILS Lab data set can
accumulate redundant information, putting a

burden on storage space
= For example, unused extracted CCS images

= File > Optimize file size will clean up the SCILS Lab
data set and remove redundant information, saving

disk space
<]
17
T et | a2
Number of pixels 66925 66925
.slx size after import 319 MB 94 MB
# CCS features after import 873 0
# CCS features after feature filtering 10 10
.slx size after feature filtering 319 MB 100 MB
.slx size after “optimize file size” 98 MB 100 MB
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Multiple feature enhancements: g OCILS sRresER
Improved Stack View readability

= To of the ion information, L "::ﬁ"-
scale bar, color bar and error messages in Stack A T e :
View, a thin text outline has been introduced i i s e redoaty

= The color and outline are dependent on the
Background Color setting that can be adjusted via
File > SCILS Lab settings

Innovation with Integrity | 18 November 2024 | 24
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Multiple feature enhancements:
Prevent loading data from unsafe file systems

= After several customer cases involving irreparable (o setings .
on external drives, the use of

In many views you can rotate the data by pressing CTRL + Arrow Keys. Here you can adjust the rotation angle for each keypress.

certain file systems (incl. exFAT) has been deemed :

U n S a fe Click the Highlight Color button to select a color for highlighted classes in the views. The selected color is displayed in the button.

Highlight Color [select

The number of peels for depth peeling determines how the 30 view will render transparent m/z values. A high number will resultin a

] Open i ng Sci LSTM Lab fi |eS from u nsafe fi |e SyStemS, better render quality but has an impact on render performance. If you experience slow render performance try to decrease this

number.

or storing new SCILS Lab files on unsafe file '

For better performance during import, select a location for the temporary files that is as fast as possible, preferrably a fast local solid

systems using the Importer is therefore st (5D ohrd sk drve
@ Sarne as output location QO Select folder =
by default

For better performance using multi-resolution images, increase the maximum memory for the image cache. This setting will take
effect the next time you load a SCiLS Lab file.

Tile cache size 500 MB S

= Th roug h File > Settings Users Can enable read i ng Datasets opened from a network drive may become corrupted due to a potentially unstable network connection.

SCiL5 Lab can reduce this risk by closing such datasets automatically after a period of inactivity.

and writing to unsafe file systems, at the risk of B -
CaUS|ng Irreparable damage to thelr data Certain file systermns used for external drives are not designed for werking with large, complex data structures, and therefore using

these with SCIL5 Lab files is considered potentially unsafe. Enabling support for these file systems bears the risk of corrupting and
losing your data. Please consider making backup copies of your work frequently. See the user manual for more information.

Support for unsafe file systems: Disabled (recommended) v

‘Disabled (recommended)

Settings for Metaboscape molecular annotation Enabled (use at your own riskl)

@ Local server 0 Remote server https// Silently enabled (no warning shown, NOT RECOMMENDED)

Reset to Defaults Cancel
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Multiple feature enhancements:

Prevent loading data from unsafe file systems using the API

= Similar to SCILS™ Lab, the SCILS AP, by default,
can no longer access files that are stored on
unsafe file systems.

= Although not recommended, users can override

this restriction when creating a new API session.

= R client:

= SCiLSLabOpenLocalSession()
Set “overrideFilesystemCheck” to TRUE

= Python client:

= LocalSession()
Set “override_filesystem_check’ to TRUE

© 2024 Bruker  For Research Use Only. Not for use in clinical diagnostic procedures.
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Multiple feature enhancements: e SCILS =
Prevent loading data from unsafe file systems

= To check the current file system of a storage o S
device, This computer > right-click drive > e P TPY—— >
Prop erties :L’:‘:Q::‘L‘“k?‘ Sec;rit'_.' Previous Versions Customize
s;:"’zc:r::" . i’ General Tools Hardware Sharing
= To change an unsafe file system, select “Format...” - ; -
and choose a file system considered safe S | e—
- For example, NTFS R —— et
= NOTE: Formatting a drive erases all its content. Creseshorct B Used space: T46.0476%.160bytes 694 GB
Create a backup before taking this action! [ roperics | Free space: EHEMEECE ERE
\ Capacity: 1.000,202.272 768 bytes 931 GB

Drive D Details

[] Compress this drive to save disk space

@ Allow files on this drive to have contents indexed in addttion to
file properties

© 2024 Bruker  For Research Use Only. Not for use in clinical diagnostic procedures. Innovation with Integrity | 18 November 2024 | 27
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Multiple feature enhancements:
Multi-modal imaging integration using the SCILS™ API

= The introduction of External Features in SCILS ¥ SCILS Lo APl Docimenttion b / Mkimodl Araiyss with SGLS Lab- R
2024a creates new possibilities for the analysis of
multi-modal imaging data in SCILS Lab

Multimodal Analyses with SCIiLS Lab - R

In this example, the SCILS Lab API is used to merge a multimodal dataset obtained using matrix-
assisted laser desorption/ionization (MALDI) Imaging (20 um pixel size), infrared microscopy (IR, 5
wm pixel size), laser ablation inductively-coupled plasma mass spectrometry (LA-ICP-MS, 25 um
pixel size) and micro-X-ray fluorescence (WXRF, 30 pm pixel size). Merging these datasets will allow

" From SC' I—S 2024b Onwardsl the SC' LS AP | Ca n their joint analysis and the calculation of correlations between the different datasets.
erte Exte rn a | Feat U reS i nto a d ata S et, W h I C h Display image in SCILS Lab layout - R The data is described in the preprint: Kronenberg K, Werner J, Seeba M, Rave H, Linsen L, Steiger K,

. . . UMAP with CC thon et al. A multimodal view at cancerous liver tissue by chemical bioimaging and image segmentation
a | | OWS u S e rS to V\/ r |te a n y | | a g e I nto a d ata Set UMAP with €C strategies. ChemRxiv. Cambridge: Cambridge Open Engage; 2023 and was kindly provided by the
authors.
Multimodal Analysis - Python
= Multimodal Analysis - R The pXRF and IR data were acquired from the same section, MALDI and ICP-MS were acquired

M M M M N = [Fimed et i i from different adjacent sections. The MALDI Imaging data were acquired on a TIMS-TOF fleX
= For J Ol nt a n a |yS | S, | m a g eS S h O u | d be CO_ re g | Ste red e e instrument (Bruker Daltonics, Bremen, Germany), the IR measurement was acquired on a Hyperion

& Implementation of helper functions

d | d h . b d . and resempling code 11-1LIM (Bruker Optics, Ettlingen, Germany), the pXRF was acquired on an M4 TORNADOQ (Bruker
a n re . S a | p e to t e S C I LS I_a C O O r I n ate B Creating & Multimads] Datasetwith MNano, Berlin, Germany) and the LA-ICP-MS was acquired on an iCAP TQ ICP-MS (Thermo Fisher
MALDI, IR, pXRF and ICP-MS data Scientific, Bremen, Germany) coupled to an LSX 213 G2+ laser system (CETAC Technologies,

SySte m & The uXRF measurement Omaha, NE, USA).

The ICP-MS t . . s . L N
= neasuremen SCiLS Lab supports an ‘external feature’ type. External features are intensities that are associated

& Analyzing Multimodal Data in SCILS with measured spots in a SCILS Lab dataset that are not derived from the source measurement of
Lab . .
? the SCILS Lab dataset. Since they are not conceptually related to the measurement, they don't have

. Exam ple Scri pts for R and Python, a S We | | a S £ S Lol Daigwli uiiy e T an m/z (and ion mobility) value and are identified only by their name. External features can be

One M t . . . . N
ne Measuremen imported from other SCILS Lab datasets using the SCiLS lon Image Mapper or written by the APL In

detal |ed explanatlons On re—Sam p | | ng Strateg |eS a re () Appendix this example, we use external features to combine the different modalities.

Attribute dataframe - Python

p rOV| d ed | n th e S C | LS A P | d OC U m e n -t a-t | O n T This document is showing both of how to ‘just do it and a more detailed explanation of how the

© 2024 Bruker  For Research Use Only. Not for use in clinical diagnostic procedures. Innovation with Integrity | 18 November 2024 | 29
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SCiLS™ Lab 2024b Changelog

Open changelog in SCILS Lab:
= Help > What's New, or
= Ctrl+B

SCILS =

4% What's New? (Release Notes) X

SCILS Lab Software — Changelog

SCilLS Lab 2024b 12.01.16059 (2024-04-08):

* Visualization of high and medium resolution optical images
* When zooming in, optical images are now visualized in their original resolution in the stack view.
* Digital microscopy images from several vendors can now directly be imported as optical images. All image data
formats offered by OpenSlide 4.0.0 are supported.
* High-resolution optical images previously coregistered in flexImaging are taken over when importing the
flexImaging dataset into SCILS Lab.
* Large, conventional optical images are no longer stored inside a SCILS Lab dataset, but kept as external images
using a multi-resolution image format for efficient, interactive, full resclution rendering.
* When transferring histological annotations from QuPath to 5CiLS Lab, a reference to the full resalution optical
image is maintained.
* New configuration option for image visualization tile cache in SCILS Lab Setting
* Note: Optical images of type BMP are no longer supported. Please convert such images to TIFF or PNG.
* New coregistration workflow
* New two-step coregistration workflow allows more intuitive and more accurate manual alignment of optical
images.
* Interactive coregistration suppaorts up to three anchors to accommaodate for non-rigid (affine) distortions.
* Managing external file references
* Spectra source data information moved to objects tab, consistent to how external image references are
handled.
* Source data information included for non-Bruker data (requires MvVS license)
# File locations of external files (source data, external optical images) maintained in the objects tab in a consistent
manner.
* Data import and storage
* New option to perform T-ReX feature finding during import of TIMS, QTOF, or MRMS data
* Integrity check when importing imzML data is now performed more efficiently during spectra import (requires
MVS license).
* New menu command to optimize disk space occupied by SCiLS Lab data set files
* Storing SCILS Lab files on external drives no longer supported by default for drives formatted using an inherently
unsafe file system (exFAT and FAT32).
Note: It is recommended to reformat these drives using NTFS. Make sure to backup any data before formatting.
See SCILS Lab User Manual for further information.
* Better error handling during import
® Better clean up when shutting down SCILS Lab
* CCS enabled imaging
* In the spectrum view, CCS features are now distinguished from m/z features by a diamond marker.
* T-ReX feature finding on TIMS data now takes into account the imported m/z range (instead of the full
acquisition range).
* Further improvements and bug fixes
* Changed mouse / keyboard interactions in the stack view: Right mouse (RM) click moves field of fiew, Shift-RM
rotates.
* Improved usability of spectrum list panel in the visualization tab, now consistent to ion image list.
* External intensity features now supported in all tools (including co-localization, ROC and hypothesis test, LDA)
* Default interval processing mode when creating a new normalization to an m/z feature now consistent with
setting in file properties
* Improvements and bug fixes related to UI rendering on large, high-dpi monitors
* SCILS API

* Information on optical images includes paths to external, full resclution images and corresponding
transformation matrices.

¢ File farmat definition for region and image import / export incluedes references to external image files.

* Full support for external intensity features

* API no longer allows writing non-finite intensity values.

* Added binary package for Python 3.12

® Binary package for R 4.1 removed
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