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SCiLS  Lab 2023b – What’s New?
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T-ReX feature finding for TIMS, QTOF, and MRMS data

4D Feature Finding

T-ReX³

3D Feature Finding

T-ReX²

TIMS

QTOF

MRMS

• 3D/4D feature finding integrated into
SCiLS Lab 2023b

• Algorithm and default parameterization
optimized for MALDI imaging data

• Simple, unified UI gives access to
different available algorithms
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Export feature images as OME-TIFF – Not only for MALDI Hiplex IHC

Manual

Auto

Manual

Auto• Export SCiLS Lab ion images to OME-TIFF
• Including feature names and colors
• Spatial resolution preserved
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MALDI Hiplex IHC data in digital microscopy software

• OME-TIFF supported by major 
digital microscopy vendors
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MALDI Hiplex IHC data in open bioimage analysis software

https://qupath.github.io/

• OME-TIFF supported in 
numerous open source projects
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Multiomics MSI – Support for multi-sample studies

MSI y-omics SCiLS Lab

Joint 
visualization

Custom data
analysis tools

SCiLS Ion 
Image Mapper

Multiple protocols from same sample

Combine multiomics data 

into one SCiLS Lab dataset

MSI x-omics

MSI z-omics

Joint reporting

Joint data
analysis

SCiLS API

• MALDI-IHC

• Lipids

• N-/O-glycans

• Collagens

• Peptides

• Positive / 

negative mode

• …

Multiomics workflow established with SCiLS Lab 2023a …

… extended to support multiple 
samples in SCiLS Lab 2023b 
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