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FRITDLIRONDH/NT A=

Order parameter S?
OMB1INMEZERY, AEHEFDIESE D RKESDIEEICTHIENHESD.

Lipari G. and Szabo A., J. Am. Chem. Soc., 1982, 104, 4546—59
Clore GM., et al, Biochemistry, 1990, 29, 7387-7401

S? = [cosO(1+cos0)/2]? Clore GM., et al, J. Am. Chem. Soc., 1990, 112, 4989-991
ol \ ' ﬁ S2DEAKREL :
- NEREENA/NSLN.
N | S2DIEAINELY -
] NEEBI A KRELN.

20 30 40 50 60 70 80
8,

Ishima M. and Torchia DA., Nat. Struct. Biol.,
2000, 9, 740-3

= Effective correlation time 1,
NERESE D B ExFARERER. EID B RIZHS.
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Dynamics of GCN4 facilitate DNA interaction:
a model-free analysis of an intrinsically disordered region.

Michelle LG., Byrd RA. and Palmer AG. Ill, Phys. Chem. Chem. Phys. 2015
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AVCFTIWDETIVI)—BERDARINVEEBR  uparic. and szabo ., 2. am. chem. soc.

Ny = 2x [LFa ] [0

/‘ 1+7 w? | 1+7Tw?) 1/t = 1/x,, + 1
52N EH T2 RDEE TSRO B HEE) N,
ZOEHIHTERR A\
08 2873

BRIIZIES? 1, DEEROEL.
EERET,, T,, NOEDEMN S
= Reduced spectral density : J(0), J(o\), J(0.87w,)
= Global isotropic correlation time : 1. (1)

= Diffusion tensor : DD,
ZEtEL, J94uTA2TEITD.

56




Reduced spectral densities
J(0), J(wy), J(0.87w,)
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Rl’ RZ’ NOEO)ﬁE&Z’\OO F)b%fi%ﬁ*ﬂ'@ﬁ?& Abragam A., The Principles of Nuclear Magnetism,

Clarendon Press, Oxford, 1961

Ry = Ripp + Ricsa
= (d?/4)[I(oy-on) +3I(0) +6I(0y+o)]+c2I (o)

R, = R%pp + R2%:sp (+Rey)
= (d?/8)[4J(0)+I(0y-0y)+3I(wy)+6I(0,)+6I(wy+ny)]+(c2/6)[3I(w)+4I(0)]

NOE = 1+(d?/4)(vw/vW)[6J(0y+oy)-d(0y-o)]T;

J(oy-0y), J(oy+oy)ZI(oy) &R v Farrow NA., et al, Biochemistry, 1995, 34, 868-78

J(oy) = (4/5d%)(yw/71) (NOE-1)R,
Hon) = {Ry-(7/8)d2)(0,) H{(30%/4) +c?}
J(0) = {R,-(3d?/8 + c?/2)J(w,)-(13d?%/8)I(w)}/(d?/2+2c?/3)

'>:<\J(0.87(0H) [j:NOEO)EtO) 6\]((0H+(0N)_\J((OH_(DN) 75\6
Farrow NA., et al, J. Biomol. NMR, 1995, 6, 153-62

R,, R,, NOEDEMN50, oy, (0.87)o 2B FEARINLEERBRBDEETE.
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Global isotropic correlation time & { S
Diffusion tensor

Global isotropic correlation time :

7 F R0 Bl ERHE B R .
BREDT, T,OE,REREREZEL, TOFHEICHES.
(ToHVNENEEEL, NOEDEA/NEVEEISFE MBS

e J49TaVThBEHE (o) = S%, / [1 + o, & E>TT/T,52KT)
(Kay LE., et al, Biochemistry, 1989, 28, 8972-9)
e T/T,DEMNEE (1. = 1/(Rwy) X {(6T,/T,)-7}2)
(Fushman D., et al, J. Biomol. NMR., 1994, 1, 61-78)

Diffusion tensor : DD,

‘ E75H R
AFOEEEHNRAMISE, KT/ BEED - ZQ\'
N—vw

1 FETETHEEITER.
T, T,DEZEIZETEINS.

(Fushman D., BioNMR in Drug Resaerch, 294)
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Protein DynamicsDET LI — BT TIv T4 RV EEHETIL.

e Isotropic tumbling B2 /& (DD, = 1.2)IZEAT 5.
(M1-M5)

e Anisotropic tumbling HIRTIF WA OEISERDOD, > 1.2) .

HEEFER(PDB file)éD,D, #EAL Tt &5 E.
(TM1-TM5)

EFRIE DEER(E T4YTAT 185 A—~
M1 : S? TM1 : t, S?
M2 : S?, 1, TM2 : 1., S?, 1,
M3 : S?, R, TM3 : 7., S?, R,
M4 : S?, 1., R, TM4 : 7, S?, 1., Rey
M5 : S?, S?, 1 TM5 : 1., S?, S?, 1

FNEFNDETIL(MLI-M5, TML-TMBIZDWTI4yT42 0T,
BTI/BEREDS2, 1 ZEHTS.
REICETILOFEMEZTLD, EOETILERBATINEERT S.

59




-mn
(<O

1

pseudo 3D DAL
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Protein Dynamicsz W\ =@#T : JA—ICHE>TIHEHZA S

T,, T,, hetero NOE®D 47

Sample : YT ILIEHRD A 7.
TI/EEERHI D7 A )L (. fasta), & TJ74 /L (.pdb)

- Data : 7AOERIT7AILBrr)PE—SYRLDGEFRIEAA.

E—21) XML . xmIZ7AIL(TopSpinfie ) D, .peaksT77(IL%
FAHADENHED.

EBEDARIRIZEHLETE—IED BENFFEA AIEE.
e Analysis : Z4Y T4 RIS —%FITDHHETER.

- View : RRIEHEDEIR.

= Report : FERDPDFI77AILE1ERK.

e Export : EROBET—FDITIEILIT7AILEIER.

XFIEDFMRIIHERATA SR
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Q&A

Any questions?

Please type any questions
you may have for our
speakers in the Q&A panel
and click Send.

How did we do?

Shortly after the webinar,
you will receive our
evaluation survey, please fill
It to let us know. We
appreciate your feedback.

Thank you!
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