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Objectives
« Demonstrate SpatialOMx capabilities of the timsTOF fleX on a complex tissue sample
« Correlate molecular phenotypes across glycomics. lipidomics, and metabolomics imaging experiments / \
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Parasitic nematodes afflict much of the world population and limit agricultural production by infecting livestock and cash crops. The intensity, of small 2 _
distribution, and geographic reach of parasitic nematodes is projected to be influenced by global climate change. These diverse species have the molecule 1. A )
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potential to further impact crop production rates and expand to new hosts, with impacts on plant and animal life across the planet. A comprehensive isobaric wl§ |l N isoar:frser 2 parent
understanding of such organisms is critical to best devise strategies to reduce these impacts. species f\ ] isomers
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« MALDI Imaging experiments performed on fresh frozen canine heartworms, Dirofilaria immitis o]
* Glycomic analysis: tissue embedded in OCT, sectioned at 10 um thickness and thaw mounted onto conductive IntelliSlides at -19°C. Samples were ] o
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delipidated using standard protocols and digested with PNGaseF, followed by spraying with CHCA matrix * MALDI-2 results in ob R mho e e
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* Lipidomic analysis: tissue was embedded in CMC, sectioned at 10 um thickness, thaw mounted onto IntelliSlides, then sprayed with CHCA. enhancement of small
e Metabolomic analysis: tissue was embedded in CMC, sectioned at 10 um thickness, thaw mounted onto IntelliSlides, then sprayed with DHAP or molecules |
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* All samples were imaged using a timsTOF fleX at 10 micron lateral spatial resolution in positive or negative ion mode (Bruker Scientific, Billerica, R Ei ol
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MA). Data analysis was performed using SCiLS lab and MetaboScape (Bruker Scientific, Billerica, MA). e —
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* MALDI Imaging can be utilized to give multi-omics context to biological samples
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